Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.006 Å; disorder in main residue; R factor = 0.074; wR factor = 0.151; data-to-parameter ratio = 13.2. 
The title compound, tert-butylpropoxycalix[5]arene, C 70 H 100 O 5 Á0.5CH 2 Cl 2 , crystallizes as a solvate with two molecules of calix [5] arene in 1,2-alternate conformations and one molecule of dichloromethane in the asymmetric unit. One tert-butyl group in one of the molecules and two in the other are disordered over two positions with occupancy factors fixed at 0.5917:0.4083, 0.5901:0.4099 and 0.8535:0.1465, respectively, in the final refinement. The C atoms of a propoxy group in each of the molecules are also disordered over two positions with occupancies of 0.7372:0.2628 and 0.5027:0.4973. The molecules form intramolecular hydrogen bonds between propoxy O atoms and an adjacent CH 2 group in a neighbouring propoxy chain. In the crystal, intermolecular C-HÁ Á ÁO and C-HÁ Á ÁCl interactions occur involving the dichloromethane molecule.
Related literature
For the synthesis and NMR analysis of esters of p-tert-butylcalix [5] arene, see: Stewart et al. (1995) . For the weighting scheme used, see: Watkin (1994) ; Prince (1982) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: CRYSTALS (Betteridge et al., 2003) ; molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: CRYSTALS and publCIF (Westrip, 2010) .
Experimental

Crystal data
statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. The position of disordered atoms were located from difference maps of electron density. Disordered fragments were then placed in appropriate positions, and all distances between neighbouring atoms and angles were restrained. Site occupancies were refined for the different parts with the same thermal parameters for the same atoms in the various fragments. At the end of refinement, site occupancies were fixed and hydrogen atoms were placed in calculated positions with the thermal parameters U iso (H) (in the range 1.2-1.5 times U eq of the parent atom). Figures   Fig. 1 . A view of first molecule of 1 with atom's numbering. Displacement ellipsoids are drawn at the 30% probability level. Hydrogen bonds are drawn as dashed lines. Hydrogen atoms not participating in hydrogen bonds are omitted. For clarity only the major disorder component of the disordered tert-butyl and propoxy groups are shown. 5, 11, 17, 23, 32, 33, 34, (7) 0.041 (6 
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